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On the Cover: Reconstructed metabolic network of Arabidopsis
(Arabidopsis thaliana) based on AraCyc database version 8.0. Dots
(nodes) represent reactions or metabolites, and links (edges) repre-
sent the direct association between metabolites and their reactions.
Twenty-four currency compound nodes and their edges have been
removed. Classified metabolites are color coded by the types of
compounds: amino acids (pink), carbohydrates (cyan), cofactors
(gray), electron carriers (light purple), fatty acids (peach), plant
hormones (red), lipids (green), nucleotides (yellow), and specialized
metabolites (blue). For a clearer visual illustration of the metabolic
network, we included only the main carbon skeletal compounds of
reactions found in pathways from the layout information in AraCyc
8.0. Pajek software was used to visualize the network. Cover image
credits: Taehyong Kim and Seung Y. Rhee (Department of Plant
Biology, Carnegie Institution for Science, Stanford, CA).
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